FREIREERE 2006,26(5): 599~602 China Environmental Science

£ RT-PCR # I i STt a EERIE

PRz V2 B T BRSSO 2 (LSRR S B L5 100871 2. PHAL R MRHE K2 B R 2 B,
BePh s 712100)

WE: KH ST SERT-PCR(Q-RT-PCR)J7 VA, of % i 60 Ml it 1 Al 1 757 0 22 JFF UK 1A B9 24 25 14 B (VT G) AN BN 52 BT A4 2K 11 (CHG) 2k (K] ks i
FFWFST. 45 K421,0.1, 1.0, 10.0, 100.0ng/L I8l — B AFIE N VTG-1,VTG-TI,CHG-LAICHG-H % P 3674 4 10 3% 5 5 P VT G- B 1
TR — RN DG R Bk FRAL I A R R A B DR AR Ing/LtE — W 5 411 VTG-TRIVT G-I 3 125 hk 1) il 35 1o T3 HE41(P<0.05), 22 B A Uy
T2 AT R PR v AR M AR R K

SRR ME T WA, AWEREY: SUNERRT-PCR: BRI AJE: RSRTAE A

FESES: R994.6 XHEFRIRES: A XEHS: 1000-6923(2006)05-0599-04

Gene expression in liver of male medaka (Oryzias latipes) induced by estradiol of low concentration examined,
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Abstract: The studies on the gene expression of vitellogenin protein origin and choriogenin in the liver of male medaka
exposed estradiol for 60 days by real-time quantitative RT-PCR(Q-RT-PCR) technique indicated that the VTG-I, VTG-II,
CHG-L and CHG-H, gene expression in liver was induced markedly by estradiol of 0.1, 1.0, 10.0 and 100.0ng/L, in which
VTG-I showed a better dose response relation, which was more theoretical biomarker gene. In the exposed group of
0.1ng/L estradiol, the expression amount of VT G-I and VTG-II were higher markedly than those of the control group (P <0.05),
indicating that this technique possessed the potential to examine, survey the low dose estradiol exposure in the environment.
Key words: estradiol; medaka; biomarker; real-time quantitative reverse transcription-polymenise chain reaction;
vitellogenin; estradiol choriogenin
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Table 1  Primer pairs of SYBR® Green real-time PCR
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VTG 5’-CTCCAGCTTTGAGGCCATTTAC-3’ 81
5’-ACAGCACGGACAGTGACAACA-3’
5’-CCAAGACCAAAGACCTGAACC-3’

VTG-II 167

5’-TAAGATTAGGGAACCAGTAGT-3’
5’-TACTTTCCCGTCACTTATTGC-3’

CHG-H 189

5’-TTCCACGACCAGAGTTTCAAC-3’

5’-CAACATCTGCTGCTTATCCCC-3’
5’-GACATCGCCTTCCCATTCCAG-3’

5’-CGCCAGATCTTCAACGGTGTAT-3’ 72

5’-AGGCTCAGCAATCCTCAGCAT-3’
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Fig.1 VTG-I and VTG-II gene expression in livers

of medaka in E2 exposed groups
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Fig.2 CHG-L and CHG-H gene expression in livers

of medaka in E2 exposed groups
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