29 11 Vol.29 No. 11
2008 11 ENV IRONMENTAL SCIENCE Nov. ,2008

1 1+ 1 1 1 2
(1. , 100871; 2. , 100875)
(EDCs) , (ERR)
. &% (Orydas latipes) ERRE 1oRNA , RT-PCR
EDCs . % rpe ERR
, DNA (DBD) ) (LBD)
LBD 66.4% 67.0% . ERR 8 T BB ARl AR DBD
, LBD . ERR 5 , 14
5 ERRm , ,
. 200 nglL (EE2) 200 gL  (EL) 200 nglL (DES)  100p gL
(AT) 200 nglL (2 , ERRl mRNA 0.54 0.56 0.61 0.63 0.65
(p<0.05) , 1u gl 1u gl 1.3 135 (p>0.05), ERR(
EDCs : , 8 ERR ERR(
ERR
) ﬂ% ; PCR
1 X171.5 A :0250-3301 (2008) 11-3153-06

Gene Cloning, Sequence Analysis and Tissue Expresson o ESrogen- Reated
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Abstract : Endocrine disrupting chemica's (EDCs) can hind or block nuclear receptorsin the body and subsequently dfect gronth , development
and reproduction of fish. Edrogenrrelated receptors (ERRS) , bdonging to the nudear receptor superfamily , have been inplicated in diverse
phydologca processes in egrogen sgnd pathway in mamma s, while little is known about them infishes. Conplete mRNA sequence of ERRX
from medaka (Oryzias latipes) was doned , and the sequence is Smilar to those of other vertebrates, egecialy that the DNA-binding domain
(DBD) of ERR is highly conserved anong the vertebrates (97. 4 %100 % sequence idertities) and the ligand-binding domain (LBD) dof
medaka ERRI is 66. 4 % 67. 0 % sequence identities with those of mammas. The DBD of medaka ERRI isd the same length and has high
sequence identity with those of estrogen receptor (ER! and ER®) and androgen receptor (ARt and ARB) of medaka, but much difference was
found between the LBD of medaka ERRX withthoseof ERt , ER® , ARt and AR . ERRI geneislocated in chromosome 14 and is cons ged of
5 exons. The expressons o ERR in different tissues and the transcriptiona regponsesdf ERRI in tedis of medaka exposed differentid EDCs
were gudied by quartitative red-time RT-PCR. ERRI is expressed a gpparertly high levds in gonad, brain, eye, leen and intedine,
though it was broady expressed in tissues. Sgnificant transcriptiond diff erence was found between tedis and ovary , inplying ERR would be
involved in sex differentiation and gonad development infish. After 3 weeks exposure of medaka to 200 ng/L ethynyledradiol (EE2) , 200 ng/L
edrone (E1) , 200 ng/L dethyldilbetrol (DES) , 100U g/L arazine (AT) and 200 ng/L 1B-edradiol (E2) , transcripts of ERRI were
dgnificantly decreased to 0.54, 0.56, 0.61, 0.63 and 0.65 o control (p < 0.05) in the teges, repectively. And those in the 1 gL
tributyltin (TBT) and 1M g/L triphenyitin (TPT) exposure groups were up-reguated to 1.34 and 1.35 folds of control (p > 0.05) ,
reectively. These results suggeded that ERRI would take actions in the disruption of sex differertiation and gonad development in fish by
EDCs In addition, no muitiple geroid hornone regponse dement hdf-stes was found in medaka, which were reported in the upstream o
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ERRI gene in mammd's, indicating there would be different regulation patters of ERRI between teleos and mammdl .
Key wor ds:endocrine disupting chemica's; edrogenrelated receptord (ERRX) ; medaka; Q- RT-PCR
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