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Table S1. PCR Primers Targeting Quinolone Resistance Determining Regions (QRDRs) of gyrA and parC.

	Primer
	Class targeted
	5’ to 3’ Sequence PCR
	Amplicon size (bp)
	Ref

	gyrA-FW

gyrA-RV
	gyrA
	ACGTACTAGGCAATGACTGG

AGAAGTCGCCGTCGATAGAAC
	189
	Everett et al., 1996

	parC-FW

parC-RV
	parC
	TGTATGCGATGTCTGAACTG

CTCAATAGCAGCTCGGAATA
	264
	


Table S2. PCR Primers Targeting Six Virulence Factors.
	Primer
	Class targeted
	5’ to 3’ Sequence PCR
	Amplicon size (bp)
	Ref

	pap1-FW

pap1-RV
	pap1
	GAC GGC TGT ACT GCA GGG TGT GGC G

ATA TCC TTT CTG CAG GGA TGC AAT A
	328
	Yamamoto et al., 1995

	pap2-FW

pap2-RV
	pap2
	GCA ACA GCA ACG CTG GTT GCA TCA T

AGA GAG AGC CAC TCT TAT ACG GAC A
	336
	

	sfa-FW

sfa-RV
	sfa
	CTC CGG AGA ACT GGG TGC ATC TTA C

CGG AGG AGT AAT TAC AAA CCT GGC A
	410
	

	afaI-FW

afaI-RV
	afaI
	GCT GGG CAG CAA ACT GAT AAC TCT C

CAT CAA GCT GTT TGT TCG TCC GCC G
	498
	

	aer-FW

aer-RV
	aer
	TAC CGG ATT GTC ATA TGC AGA CCG

AAT ATC TTC CTC CAG TCC GGA GAA G
	602
	

	cnfI-FW

cnfI-RV
	cnfI
	AAG ATG GAG TTT CCT ATG CAG GAG 

CAT TCA GAG TCC TGC CCT CAT TAT T
	750
	

	hly-FW

hly-RV
	hly
	AAC AAG GAT AAG CAC TGT TCT GGC T

ACC ATA TAA GCG GTC ATT CCC GTC A
	1177
	


 SHAPE  \* MERGEFORMAT 



Fig. S1. Map of sampling points in the Wenyu River Basin.
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ATCC25922 244GACTCGGCGGTTTATGACACG264

 D  S  A  V  Y  D  T 

0-1-1 (0.125) 244.....................264

 D  S  A  V  Y  D  T 

0-1-4 (0.125) 244.....................264

 D  S  A  V  Y  D  T 

0-5-2 (0.125) 244.....................264

 D  S  A  V  Y  D  T 

0-6-3 (0.125) 244.....................264

 D  S  A  V  Y  D  T 

0-8-3 (0.125) 244.....................264

 D  S  A  V  Y  D  T 

0-18-2 (0.125) 244.....................264

 D  S  A  V  Y  D  T 

0-18-3 (0.125) 244.....................264

 D  S  A  V  Y  D  T 

L2-6-3 (0.25) 244....T................264

 D  L  A  V  Y  D  T 

L2-8-5 (0.25) 244....T................264

 D  L  A  V  Y  D  T 

L2-12-2 (0.25) 244....T................264

 D  L  A  V  Y  D  T 

L2-18-4 (0.25) 244....T................264

 D  L  A  V  Y  D  T 

0-8-2 (0.25) 244.....................264

 D  S  A  V  Y  D  T 

0-8-5 (0.25) 244....T......C.........264

 D  L  A  V  Y  D  T 

0-20-1 (0.25) 244....T......C.........264

 D  L  A  V  Y  D  T 

0-20-3 (0.25) 244....T................264

 D  L  A  V  Y  D  T 

0-25-2 (0.25) 244.....................264

 D  S  A  V  Y  D  T 

L2-1-1 (0.5) 244....T................264

 D  L  A  V  Y  D  T 

L8-1-3 (0.5) 244....T................264

 D  L  A  V  Y  D  T 

L8-1-4 (0.5) 244....T................264

 D  L  A  V  Y  D  T 

L8-1-5 (0.5) 244....T................264

 D  L  A  V  Y  D  T 

L8-6-4 (0.5) 244....T................264

 D  L  A  V  Y  D  T 

L8-8-4 (0.5) 244...........C.........264

 D  S  A  V  Y  D  T 

L2-5-1 (0.5) 244.....................264

 D  S  A  V  Y  D  T 

L2-8-1 (0.5) 244.....................264

 D  S  A  V  Y  D  T 

L8-26-4 (1) 244....T................264

 D  L  A  V  Y  D  T 

0-26-1 (1) 244....T................264

 D  L  A  V  Y  D  T 

L8-6-3 (1) 244....T................264

 D  L  A  V  Y  D  T 

L8-25-4 (1) 244....T......C.........264

 D  L  A  V  Y  D  T 

L2-6-1 (1) 244....T................264

 D  L  A  V  Y  D  T 

L2-26-5 (1) 244....T................264

 D  L  A  V  Y  D  T 

0-8-4 (1) 244...........C.........264

 D  S  A  V  Y  D  T 

0-1-3 (1) 244.....................264

 D  S  A  V  Y  D  T 

L8-19-5 (2) 244....T................264

 D  L  A  V  Y  D  T 

L8-25-5 (2) 244.....................264

 D  S  A  V  Y  D  T 

G2-1-6 (2) 244....T...C......A....C264

 D  L  A  V  Y  N  T 
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ATCC25922 244GACTCGGCGGTTTATGACACG264

 D  S  A  V  Y  D  T 

L2-6-5 (4) 244....T..........T.....264

 D  L  A  V  Y  Y  T 

G2-19-4 (4) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G2-20-1 (8) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G2-25-4 (8) 244....T..........A.....264

 D  L  A  V  Y  N  T 

L8-6-2 (8) 244....T......C...A.....264

 D  L  A  V  Y  N  T 

G2-8-5 (8) 244....T......C...A.....264

 D  L  A  V  Y  N  T 

G2-6-3 (8) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G2-6-4 (8) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G2-6-5 (8) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G2-19-6 (8) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G2-25-3 (8) 244....T..........T.....264

 D  L  A  V  Y  Y  T 

G8-25-5 (16) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G8-5-1 (16) 244....T......C...A.....264

 D  L  A  V  Y  N  T 

G8-6-1 (16) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G8-8-4 (16) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G8-12-3 (16) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G8-18-5 (16) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G8-5-2 (16) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G8-5-5 (16) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G2-25-5 (32) 244....T..........T.....264

 D  L  A  V  Y  Y  T 

G2-26-3 (32) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G8-26-4 (32) 244....T......C...A.....264

 D  L  A  V  Y  N  T 

G2-1-5 (32) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G2-20-3 (32) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G8-1-1 (32) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G8-6-2 (32) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G2-5-2 (32) 244....T......C...A.....264

 D  L  A  V  Y  N  T 

G2-5-3 (32) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G2-5-5 (32) 244....T..........A.....264

 D  L  A  V  Y  N  T 

G8-26-6 (64) 244....T..........T.....264

 D  L  A  V  Y  Y  T 

G8-6-6 (64) 244....T..........T.....264

 D  L  A  V  Y  Y  T 

G8-20-5 (64) 244....T..........T.....264

 D  L  A  V  Y  Y  T 

G8-5-3 (128) 244....T..........T.....264

 D  L  A  V  Y  Y  T 

G8-6-4 (128) 244....T..........T.....264

 D  L  A  V  Y  Y  T 
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Fig. S2. Comparison of nucleotide and deduced amino acid sequences of gyrA subunits. The numbers on the left correspond the nucleotide positions and the amino acid residues. MICs were shown in the brackets (μg/mL).
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ATCC25922 235GATAGCGCCTGTTATGAAGCG255

 D  S  A  C  Y  E  A 

0-1-1 (0.125) 235.....................255

 D  S  A  C  Y  E  A 

0-1-4 (0.125) 235.....................255

 D  S  A  C  Y  E  A 

0-5-2 (0.125) 235.....................255

 D  S  A  C  Y  E  A 

0-6-3 (0.125) 235.....................255

 D  S  A  C  Y  E  A 

0-8-3 (0.125) 235.....................255

 D  S  A  C  Y  E  A 

0-18-2 (0.125) 235.....................255

 D  S  A  C  Y  E  A 

0-18-3 (0.125) 235.....................255

 D  S  A  C  Y  E  A 

L2-6-3 (0.25) 235..C........C.........255

 D  S  A  C  Y  E  A 

L2-8-5 (0.25) 235.....................255

 D  S  A  C  Y  E  A 

L2-12-2 (0.25) 235.....................255

 D  S  A  C  Y  E  A 

L2-18-4 (0.25) 235.....................255

 D  S  A  C  Y  E  A 

0-8-2 (0.25) 235.....T...............255

 D  S  A  C  Y  E  A 

0-8-5 (0.25) 235.....................255

 D  S  A  C  Y  E  A 

0-20-1 (0.25) 235.....................255

 D  S  A  C  Y  E  A 

0-20-3 (0.25) 235.....................255

 D  S  A  C  Y  E  A 

0-25-2 (0.25) 235.....................255

 D  S  A  C  Y  E  A 

L2-1-1 (0.5) 235.....T...............255

 D  S  A  C  Y  E  A 

L8-1-3 (0.5) 235.....A...............255

 D  R  A  C  Y  E  A 

L8-1-4 (0.5) 235.....A...............255

 D  R  A  C  Y  E  A 

L8-1-5 (0.5) 235.....A...............255

 D  R  A  C  Y  E  A 

L8-6-4 (0.5) 235.....................255

 D  S  A  C  Y  E  A 

L8-8-4 (0.5) 235.....................255

 D  S  A  C  Y  E  A 

L2-5-1 (0.5) 235.....G...............255

 D  R  A  C  Y  E  A 

L2-8-1 (0.5) 235.....................255

 D  S  A  C  Y  E  A 

L8-26-4 (1) 235....T................255

 D  I  A  C  Y  E  A 

0-26-1 (1) 235....T................255

 D  I  A  C  Y  E  A 

L8-6-3 (1) 235....T................255

 D  I  A  C  Y  E  A 

L8-25-4 (1) 235....T................255

 D  I  A  C  Y  E  A 

L2-6-1 (1) 235.....G...............255

 D  R  A  C  Y  E  A 

L2-26-5 (1) 235.....................255

 D  S  A  C  Y  E  A 

0-8-4 (1) 235.....................255

 D  S  A  C  Y  E  A 

0-1-3 (1) 235.....................255

 D  S  A  C  Y  E  A 

L8-19-5 (2) 235.....................255

 D  S  A  C  Y  E  A 

L8-25-5 (2) 235.....................255

 D  S  A  C  Y  E  A 

G2-1-6 (2) 235....T................255

 D  I  A  C  Y  E  A 
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ATCC25922 235GATAGCGCCTGTTATGAAGCG255

 D  S  A  C  Y  E  A 

L2-6-5 (4) 235....T................255

 D  I  A  C  Y  E  A 

G2-19-4 (4) 235....T................255

 D  I  A  C  Y  E  A 

G2-20-1 (8) 235....T................255

 D  I  A  C  Y  E  A 

G2-25-4 (8) 235....T................255

 D  I  A  C  Y  E  A 

L8-6-2 (8) 235....T................255

 D  I  A  C  Y  E  A 

G2-8-5 (8) 235....T................255

 D  I  A  C  Y  E  A 

G2-6-3 (8) 235....T................255

 D  I  A  C  Y  E  A 

G2-6-4 (8) 235....T................255

 D  I  A  C  Y  E  A 

G2-6-5 (8) 235....T................255

 D  I  A  C  Y  E  A 

G2-19-6 (8) 235....T................255

 D  I  A  C  Y  E  A 

G2-25-3 (8) 235....T................255

 D  I  A  C  Y  E  A 

G8-25-5 (16) 235....T................255

 D  I  A  C  Y  E  A 

G8-5-1 (16) 235....T................255

 D  I  A  C  Y  E  A 

G8-6-1 (16) 235....T................255

 D  I  A  C  Y  E  A 

G8-8-4 (16) 235....TT...............255

 D  I  A  C  Y  E  A 

G8-12-3 (16) 235....T................255

 D  I  A  C  Y  E  A 

G8-18-5 (16) 235....TT..........G....255

 D  I  A  C  Y  G  A 

G8-5-2 (16) 235..C.T......C.........255

 D  I  A  C  Y  E  A 

G8-5-5 (16) 235....T................255

 D  I  A  C  Y  E  A 

G2-25-5 (32) 235....TT..........G....255

 D  I  A  C  Y  G  A 

G2-26-3 (32) 235....T................255

 D  I  A  C  Y  E  A 

G8-26-4 (32) 235....T................255

 D  I  A  C  Y  E  A 

G2-1-5 (32) 235....T................255

 D  I  A  C  Y  E  A 

G2-20-3 (32) 235.....G...............255

 D  R  A  C  Y  E  A 

G8-1-1 (32) 235....T................255

 D  I  A  C  Y  E  A 

G8-6-2 (32) 235....T................255

 D  I  A  C  Y  E  A 

G2-5-2 (32) 235....T................255

 D  I  A  C  Y  E  A 

G2-5-3 (32) 235....T................255

 D  I  A  C  Y  E  A 

G2-5-5 (32) 235....T................255

 D  I  A  C  Y  E  A 

G8-26-6 (64) 235....T................255

 D  I  A  C  Y  E  A 

G8-6-6 (64) 235....T................255

 D  I  A  C  Y  E  A 

G8-20-5 (64) 235....T................255

 D  I  A  C  Y  E  A 

G8-5-3 (128) 235....T................255

 D  I  A  C  Y  E  A 

G8-6-4 (128) 235....T...........G....255

 D  I  A  C  Y  G  A 


Fig. S3. Comparison of nucleotide and deduced amino acid sequences of parC subunits. The numbers on the left correspond the nucleotide positions and the amino acid residues. MICs were shown in the brackets (μg/mL).
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